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Ultrametric Tree (4)
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Additive Tree (1)
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Additive Tree (2)
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UPGMA (Unweighted Pair-Group Method using Arithmetic averages)
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Fitch and Margoliash '68
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Neighbor Joining (Saitou, Nei '87) (1)
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Neighbor Joining (Saitou, Nei '87) (2)
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Character-based Perfect Phylogeny
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Character-based Perfect Phylogeny & Ultrametric Tree
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Maximum Parsimony
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DNA Sequencer (&)
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DNA Sequencer (B ERT~ M EHR)
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All-pairs Suffix-Prefix Matching ({§%)
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Shortest Superstring Problem (SSP)
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SSP->HRTSP
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Simulated Annealing
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Cycle Cover vs SSP
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