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BLAST (1) [Altschul et al., '90]
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BLAT (Blast-Like Alignment Tool) [Kent '02]
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FASTA [Pearson, Lipman, '98]
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PatternHunter [Ma et al. 2002]
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PatterHunter Il [Li et al., '03]
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Bio-Dictionary [Rigoutsos, Floratos 1999]
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Bio-Dictionary® /32> D il
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# Pattern "Functional Meaning"

1 G..G.GK[STG]TL ATP/GTP binding P-loop

2 H..... HRD.K..N Ser/Thr-protein kinases

3 SGG[QEMRY]..R[VLIA].[IGLMV]R.L ABC transporters
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27 |DL[IVL] [LIMVF]LD[ILVW].[ML]P..[DNST]G 2-component sensory transduction
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